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Bioinformatics and
=commerce:-:
Mapping our future

By Anton Ravindran, CEO and co-founder, Genovate
OULDN'T it be great to live to over 100 and lead
an independent, alment-free existence?

Gene sequencing of many species has been
completed or is near completion. Soon, a patient

can walk into a hospital and get his genome sequence as he would an X-

ray, so that the doctor can decide instantly on a treatment, based on the

patient’s genes.

The fast-emerging multi-disciplinary areas of
bioinformatics,genomics and high-performance com-
puting are moving toward safer drug design and
designer drugs based on the patient’s unique ge-
netic makeup. These have been made possible by
advances in grid computing, data mining and auto-
mated mapping and sequencing.

It took phenomenal computational power for
scientists to slice and dice 3. billion pairs of base
chemicals for the human genome project. Now it's
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alone. Compad's Alpha processors powered the histori-

cal genome project and Sun has formed the Informatics Advisory Coun-
cll, which will mest the data-analysis needs of the life sciences commu-
nity and discuss future standards for hardware and software platforms.
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ata interchange are critical for scientists who need

10 work with large volumes of data in different formats from a variety of
sources A group of over 40 life-science and [T organizations has formed
the Interoperable Informatics Infrastructure Consortium (13C). I3C will
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exchange for the life-sciences community. Though the human genome
has been sequenced, scientists face even greater challenges to use the
information to prevent and cure diseases. A myriad data sources ir
different formats have been set up to support different aspects of
genomics, proteomics, and the drug-design process.

Genomics is the study of the structure, function, and interaction of
the genes in a being. Proteomics aims to uncover all the proteins in a
being and their functions, and bioinformatics is the
large-scale storage, retrieval and processimg of data
from genomics and proteomics.The dissection and
interpretation of the data from genomics and
proteomics, using tools and applications provided
by bioinformatics, is crucial for drug discovery, gene
therapy and to find cures for diseases.

A scientist may have to access data from multi-
ple locations, ranging from flat files, relational
databases, 2D and 3D chemical structures to vari-
ous other data formats, Extracting information from
these multiple and specialized resources solves only
part of the problem.To derive real value from these
raw data sources, we must integrate the data from
the various.sources to give meaningful biological in-
formation that scientists require.

Several companies such as eLabBook and Discoverylink are work-
ing on these issues and solutions. They are able to allow differer
of data to be retrieved from multtiple locations and to integrat the
fly, right from the desktop of the life scientists.With technology =
such as Discoverylink, scientists will have access to informat
single query from multiple locations in different formats inclua
tured data, 3D files, 2D files, tables, flat files, etc.
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Despite the availability of a rough draft of the human ge 0-
day, the life-sciences industry faces several [T challenges, inc ita
integration, storage capabilities, computational throughput anc per
sonnel with interdisciplinary skills (IT and biosciences).

The interleaving of life-sciences with information tech is set
to revolutionize and transform lives through drug discovery; ¢ erapy
and by providing treatment that will be tailor-made to your C pro-

file.

In Singapore, Genovate offers bioinformatics trainin
Bio-XML, and Bio-Perl. @
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